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Abstract:

Tahyha virus (TAHV), a mosquito-borne bunyavirus (Califa group), is frequently
associated with inapparent or influenza-like (\Gatifever) infections in humans, rarely
leading to atypical pneumonia or meningitis in dreh. Field TAHV strains exhibit a high
variability in their biological properties with nesct to virulence for laboratory mouse,
temperature-sensitivity or character of plaquescall culture. In consideration of the
variations in the antigenic properties TAHV andptstential genetic variability, we analyzed
complete nucleotide sequences of the small (S)naedium (M) genomic segments of field
TAHV strains with different combinations of phenpity markers. S segment was highly
conservative in all analyzed TAHV strains. WithiretM segment, the highest variability was
observed in the &gene encoding viral envelope protein and to adegssnt also in the gene
NSm. However, 5" and 3’ non-coding regions of M eegt, as well as in gene exhibited
highly conservative pattern, indicating its funa@b importance, but minor or no role in the

determination of biological properties of TAHV ftkétrains.
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Abstrakt

Virus Tahyha (TAHV) je komary penaseny patogen lidicelediBunyaviridae.
Zpusobuje najastji bezptiznakovou infekcti chiipce podobné onemoéni vyjimesné
vedouci k atypické pneumonii nebo meningitigirodni izolaty vykazuji velkou variabilitu
v biologickych vlastnostech (virulence pro laboratanys, termosenzitivita, charakter tvorby
plaki v burgcné kultde). S ohledem na variabilitu v antigennich vlasteds TAHV a jeji
potencionalni zdroj ve variabiligenetické jsme analyzovali kompletni nukleotidovou
sekvenci gedniho (M) a malého (S) segmentirgdnich izolal s tiznou kombinaci
fenotypovych znak Segment S byl vysoce konzervovany mezi vSemiaoghnymi
kmeny. V segmentu M byla ne&jt&i variabilita pozorovana v genwkodujici virovy
obalovy protein. V menSi i@ pak byla variabilita pozorovana v genu NSme¢ @ékodujici
oblasti (5' a 3‘) byly vysoce konzervované, podéiako gen (g, coZ naznéuje jejich velkou
funkeni dilezitost, ale jen malou nebo Zadnou roli wawani biologickych vlastnosti
prirodnich izoladh TAHV.
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