- TBEV CEB B+

MOCK MEB B-
- MOCK NEB B+
- MOCK NEB B-

- TBEV CEB B-

Vimentin-VOHWE]1 -
IGH c2281 heavy IGHV3-64 IGHD3-A0A7S5EUJ8
cDNA FLJ52842, highly similar -B4E335 A

TBEV MEB B+

TBEV MEB B-

- TBEV NEB B+

- TBEV NEB B-

- MOCK CEB B+
- MOCK CEB B-

- MOCK MEB B+

Tropomyosin alpha-3 chain-AOA087WWU8
Immunoglobulin heavy variable -AOA0B4J2B5 .

Glyceraldehyde-3-phosphate deh-V9HVZ4
Lambda L-chain C region (Fragm-A2NU33
Zyxin-Q15942 -

Dermcidin-P81605 -

Histone H2A (Fragment)-HOYFX9

DPYSL3 protein-Q6DEN2 A
Nucleophosmin-P06748

Cofilin-1-VOHWI5 -

Clathrin light chain-C9)8P9

IGH c1507_heavy IGHV3-21 IGHD3-A0A7S5C0CS8
Galectin-1-FBWEI7
Barrier-to-autointegration fac-O75531
Immunoglobulin heavy constant -P01860 -

IGH + IGL c62_heavy_IGHV3-7_IG-AOA5C2GAB7

Histone H2A type 2-C-Q16777

Neuroblast differentiation-ass-Q09666 . . . . -

Myosin, heavy polypeptide 9, n-AOA024R1N1 -
Epididymis secretory protein L-VOHW56 A

IG c948 light IGKV4-1 IGK]1 (F-AOA5C2GZ59 A
Tubulin beta chain-B7ZAF0

cDNA FLJ52573, highly similar -B4DNEO A
Transcription intermediary fac-Q13263

14-3-3 tau splice variant-Q3YBAS A

Pyruvate kinase PKM-P14618

Epididymis secretory sperm bin-AOA384MQX1
Eukaryotic translation initiat-Q04637 A

Actin, cytoplasmic 2-P63261 A

Enhancer of rudimentary homolo-G3V279

IG c488_heavy IGHV3-21 IGHD4-2-A0A5C2GMS8
Filamin A-Q60FE6 -

Thyroid hormone receptor inter-F2ZC09

60S ribosomal protein L23a-K7EMA7 -

IG c133_light_IGLV1-47_IGLJ2 (-AOA5C2GM27 -
ORF protein-Q7KYM9

IGH + IGL c16_heavy IGHV3-48 |-AOA5C2G816 -
IGL c2037 _light_IGKV1D-39 IGKJ-AQA5C2G3M4 A
Heterogeneous nuclear ribonucl-Q00839
Microtubule-associated protein-A0OA024R2VO0
Non-POU domain-containing octa-Q15233
Epididymis luminal protein 2-V9HW98
CCHC-type zinc finger nucleic -A0A0S2Z4Q3 -
F-actin-capping protein subuni-AOA6I8PINS8 -

40S ribosomal protein S11-MOR1H6 -

IG €992 _light IGKV4-1_IGK]4 (F-AOA5C2GMI7 -
Peptidyl-prolyl cis-trans isom-VOHWEF5 A

IGH c1476_heavy_IGHV3-7_IGHD3--A0A755C026 -
60S ribosomal protein L8-P62917 -

60S ribosomal protein L17 (Fra-J3KSJO A

cDNA FLJ56548, highly similar -B4DPU3 -

Myosin light polypeptide 6-F8BW1R7 A

PDZ and LIM domain protein 4-P50479 -

IGH c428 heavy IGHV3-11_IGHD3-A0A5C2G7S7
IGH c2622_heavy IGHV3-48 IGHD3-A0A7S5C2F3 -
Heterogeneous nuclear ribonucl-P09651 -

Protein ZNRD2 (Fragment)-HOYEK1

IgG L chain-S6B2B0

Putative MAPK activating prote-Q7Z427 -

TBEV NS3-tbevNS3 -

RNA helicase-I3L3H2

IG c495_heavy IGHV3-53 IGHD4-4-A0A5C2GF79 A
Stress-70 protein, mitochondri-AOA3B3ITI4
Tubulin beta-4B chain-P68371

Histone H2A-D6RCF2 -

SFPQ protein (Fragment)-Q9BSV4 -

60S ribosomal protein L13 (Fra-H3BUKS

IGH + IGL c473_light_IGKV2D-28-A0A5C2GD06
Uncharacterized protein DKFZp6-Q63HR1 A
KIAA0324 (Fragment)-060382 A

Fatty acid synthase-P49327 -

Histone H3.1t-Q16695 A

Glucose-6-phosphate 1-dehydrog-Q2VF42

60S ribosomal protein L6-Q8TBK5

cDNA FLJ54023, highly similar -B4DMA2
Heterogeneous nuclear ribonucl-A0A712V4I16 -
Protein arginine N-methyltrans-G3V580 -

60 kDa heat shock protein, mit-P10809 -

cDNA FLJ54590, highly similar -B4DDX2

Histone H4-B2R4RO

IG c1142 heavy IGHV3-20 IGHD3--A0A5C2GNZ6 A
IGH c960_heavy IGHV3-74_IGHD2--A0A7S5EUI9
IG c1800_light IGKV1-9 IGKJ4 (-AOA5C2H121 A

IG c437_heavy_IGHV3-74_IGHD5-2-A0A5C2GHI6 A
Transketolase-F8W888 -

ZC3HAV1 protein (Fragment)-Q05DV5 -

Heat shock protein beta-8-A0A6Q8PGM6 -

cDNA FLJ58668, highly similar -B4E2Y9 -

prot_desc_up_to first_ max_len_str-leading_prot_acc

Clathrin light chain-AOA024R7S3 A
Talin-1-A0A1S5UZ07 1

Sequestosome-1 (Fragment)-E3W990

BAG family molecular chaperone-095816 -
L-lactate dehydrogenase A chai-F5GXY2 -
Transitional endoplasmic retic-A0A712YQ)0
cDNA FLJ41699 fis, clone HCHON-B3KVX6 -
Kinesin-like protein (Fragment-Q6P164
Epididymis luminal protein 4-DOPNI1 -

78 kDa glucose-regulated prote-AOA7POTB36
40S ribosomal protein S12-P25398

Heterogeneous nuclear ribonucl-MOQYL7 -

Plectin 1, intermediate filame-D3DWLO .

Ribosome-binding protein 1-F8W7S5
Elongation factor 1-beta-AOA024R3W7 A
FHL3 protein-Q96C98

Complement component 1 Q subco-I3L3Q7 A
LRRFIP1 protein (Fragment)-Q05D04 -
Histone H2A-C9)0D1

Caprin-1 (Fragment)-E9PLA9 ~

HSP90AAL protein (Fragment)-Q8TBA7 -

40S ribosomal protein 514 (Fra-AOA2R8Y811 A
Septin-2-B5MCX3 A

Elongation factor 1-delta-P29692 -

Drebrin 1, isoform CRA_d-B3KSQ7

ATP synthase subunit beta (Fra-HOYH81 -
40S ribosomal protein S29-P62273
Transmembrane emp24 domain-con-F5GX39
40S ribosomal protein S21-Q8WVC2
Tankyrase 1 binding protein 1,-A0A024R5424
cDNA FL)34459 fis, clone HLUNG-B3KRK4 -
60S ribosomal protein L4-B4DP82 -

Protein transport protein Sec1-AOA8I5KPG1 -
Fructose-bisphosphate aldolase-H3BR68 A
Heterogeneous nuclear ribonucl-E5R]94
Nucleoporin 153kDa, isoform CR-A0A024QZW7
Fatty acid binding protein 5 (-E7DVWS5 ~
Histone H1.2-P16403 -

Histone H2B type 1-H-Q93079 +

40S ribosomal protein S6-Q96DV6 -

cDNA FLJ52141, highly similar -B4DE78
Heat shock cognate 71 kDa prot-P11142 -
Epididymis secretory protein L-VOHW92 -

60S ribosomal protein L11-Q5VVCS8
Phosphopyruvate hydratase-E2DRY6 -
Constitutive coactivator of PP-AOA0C4DG79
Heterochromatin protein 1-bind-BOQZK9 -
Heterogeneous nuclear ribonucl-G3V2H6 -

IG c366_heavy IGHV3-11 _IGHD5-1-A0OA5C2GME®G
Phosphate carrier protein, mit-F8VVM2 -
Small nuclear ribonucleoprotei-A6NHK2 -
Ataxin-2-like protein-Q8WWM?7 -
Ubiquitin-40S ribosomal protei-Q8WYN9 -
Polypyrimidine tract binding p-AOAOD9SF20 -
60S ribosomal protein L35a-P18077 A

40S ribosomal protein S5-M0QZN2 A

Tubulin alpha-1B chain (Fragme-F8VRKO0
cDNA FL)58832, highly similar -B4E3EG6
cDNA: FLJ22921 fis, clone KAT0-Q9H5W?7 -
Voltage-dependent anion-select-C9JI187 A
ACTN4 protein (Fragment)-Q96BG6

Kinesin light chain 1 (Fragmen-HOYGBS -

IGH c2420_heavy_IGHV3-43_IGHD5-A0A7S5C300 A
Polyadenylate-binding protein -HOYASG -
Nucleolin-Q9BQ02
Coiled-coil-helix-coiled-coil--A4D1N4
Vigilin-Q00341 A

Chromatin target of PRMT1 prot-AOA087X1B7 -
Prefoldin subunit 1-E5RGS4 A

60S ribosomal protein L24-C9JXB8 -
T-complex protein 1 subunit be-FS5GWF®6
Eukaryotic translation initiat-13L397 -

CAD protein (Fragment)-Q53SY7

Protein phosphatase 1 regulato-HOYIS4
DNA replication licensing fact-FBWDM3 A
Translocon-associated protein -A6GNLM84
ATP-dependent RNA helicase A-Q08211
cDNA FLJ57574, highly similar -BADRVS -
Proline-rich AKT1 substrate 1 -H9KV91

FHL2 protein-Q6I9R8 -

Pre-mRNA-processing factor 19 -F5GY56 A
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